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FIGURE 2 



TGCCCTTCCCCGTGCTCCTTCTG^ 

agcgacttcacctttacccttcSgS^ 

»TTTGAAGATAAGAGGAAAAGTAG^5£a^^ 

^TAAACTGTTACAGTCAAGACCAT^^ 

-MTGTGAAAATTAAGTCTTCACTtJcI^ 

^gcagaatataggtttaactgSJSS^ 

Nmtgatttaaataaatgagta^^^ 

^taaatgcggcag^S^ 



TGAAGGCCTCGCTGGAGATCGAGTACCAAGTTTTAGATGGArrArr^ 
GGCAAAACCTTAGTTTTTGAACAAAGAAAATCAGATrrArTTra^ 

CTTTGACAATACATTCAGCACCATTT^SJr?^ 0 ^^ ACACTGTAGAGA CTGAAGTTGGTGATTACATGTTCTG 



FIGURE 3 



FIGURE 4 



MGDKIWLPFPVLLLAALPPVLLPq^ AGFTPSLDSDFTFTLPAGQKECFYQPMPLKASLEIEYQVLDGAGL 
1)1 DFHLAS PEGKTLVFEQRKSDGVhTVETEVGDYMFCFDNT fsti sekvi ffeli ldnmgeqaqeqedwk 
KYITGTDI LDMKLEDI LES INS I KSRLSKSGH IQTLLRAFEARDRNIQESNFDRVN FWSMVNLVVMVVVS 
&TQVYMLKSLFEDKRKSRT . 



FIGURE 5 



Peptide Name: AAA4p1 



Sequence: H-Cys-Met-Leu-Lys-Ser-Leu-Phe-Glu-Asp-Lys 
-Arg-Lys-Ser-Arg-Thr-OH 



Peptide Name: AAA4p2 



Sequence: H-Cys-Ala-Gly-Phe-Thr-Pro-Ser-Leu-Asp-Ser-Asp 
-Phe-Thr-Phe-Thr-NH 2 
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FIGURE 7 



TAAAAATCGAGCTGAGATGATAGATTTCAATATCCGGATCAAAAATGTGACAAGAAGTGATGCGGGGAAATATCGTTGTG 
AAGTTAGTGCCCCATCTGAGCAAGGCCAAAACCTGGAAGAGGATACAGTCACTCTGGAAGTATTAGTGGCTCCAGCAGTT 
CCATCATGTGAAGTACCCTCTTCTGCTCTGAGTGG7U\CTGTGGTAGAGCTACGATGTCAAGACAAAG7^AGGGAATCCAGC 
TCCTGAATACACATGGTTTAAGGATGGCATCCGTTTGCTAGAAAATCCCAGACTTGGCTCCCAAAGCACCAACAGCTCAT 
ACACAATGAATACAAAAACTGGAACTCTGCAATTTAATACTGTTTCCAAACTGGACACTGGAGAATATTCCTGTG7VAGCC 
CGCAATTCTGTTGGATATCGCAGGTGTCCTGGGAAACGAATGCAAGTAGATGATCTCAACAT7VAGTGGCATCATAGCAGC 
CGTAGTAGTTGTGGCCTTAGTGATTT.CCGTTTGTGGCCTTGGTGTATGCTATGCTCAGAGGAAAGGCTACTTTTC7VAAAG 
AAACCTCCTTCCAGAAGAGTAATTCTTCATCTAAAGCCACGACAATGAGTGAAAATGATTTC7VAGCACACAAAATCCTTT 
ATAATTTAAAGACTCCACTTTAGAGATACACCAAAGCCACCGTTGTTACACAAGTTATTAAACTATTATAAAACTCTGCT 
TTGTCCGACATTTGCAAAGAGGTACACGAGGAAATGGAATTGGTATTTCATTTTAATTTTCATGACTACTAACTCACCTG 
AACTTGCTATTTTAAACAAATAGTTCTGTCGACACCTAAAATATAATCTGGCTTCTTGTGTCTGGACTAAGTTAAAAGAA 
TTAAAATACTTTGTAATGTCAAAAA 



KNRAEMIDFNIRIKNVTRSDAGKYRCEVSAPSEQGQNLEEDTVTLEVLVAPAVPSCEVPSSALSGTVVELRCQDKEGNPA 
PEYTWFKDG I RLLEN PRLGSQSTNSS YTMNTKTGTLQFNTVSKLDTGE YSCEARNSVG YRRC PGKRMQVDDLN I SGIlAA 

vvWalvjsvcgl gvcyaqrkgyfsketsfqksnssskattm . 
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FIGURE 9 



Peptide Name: AAA*1p1 



Sequence: H-Cys-Ala-Thr-Thr-IVlet-Ser-Glu-Asn-Asp-Phe-Lys 
-His-Thr-Lys-Ser-NH 2 



Peptide Name: AAA1 p2 



Sequence: Ac-Arg-Cys-GIn-Asp-Lys-GIu-GIy-Asn-Pro-A!a-Pro 
-GIu-Tyr-Thr-NH 2 



FIGURE 10 



400 r 
300 
200 
100 







































T 












1 0 , „ 












H angiogenests 
normal tissues 



AAAGC 



CTC 
GGT 



K5CTACACAAAAAGCCTGGATCACTCATO 
"GCCTCGCCCTCTAGCGTTCGTCTGGAGT 
rTGGCACCATGGGGCCCACCAGCGTCCCG 
\CTACGTCAACTATGATATCATCGTCCGG 
3CGCGGACAAGGAGAACAGCATTAAACTG 
rTATCATCCTGGAGAACATCTTTGTCTTG 
3ACCCATGTACTATTTTATTGGCAATCTG 
ACACAGCTAACCTGCTCTTGTCTGGGGCC 
TTCTGCGGGAAGGGAGTATGTTTGTGGCC 



CAGCG 1 
CTTTA 



CCGA' 



GT 



AACGCAACTTCUU^^ 

\GTAGCGCCACCCCGGCTTCCTGGGGACACAG 
-CGCTGGTCAAGGCCCACCGCAGCTCGGTCTC 
-GGCATTACAACTACACGGGAAAGCTGAATAT 
~TGACCTCGGTGGTGTTCATTCTCATCTGCTG 
TTGCTGACCATTTGGAAAACCAAGAAATTCCA 
CTGGCCCTCTCAGACCTGTTGGCAGGAGTAGC 
GCCACCACCTACAAGCTCACTCCCGCCCAGTG 
GCCCTGTCAGCCTCCGTGTTCAGTCTCCTCGC 
CTGAAAATGAAACTCCACAACGGGAGCAATAA 
TGCTGGGTCATCTCCCTCATCCTGGGTGGCCT 
GCGCTGTCCAGCTGCTCCACCGTGCTGCCGCT 
■ACCACGGTCTTCACTCTGCTTCTGCTCTCCAT 

"TGCTGCAAGTGCCCGAGCGGAGACTCTGCTGC 

caaattcaagcgacccatcatcgccggSatggaattcagccgcagcaaatcggacaattc 



GCCTATCATGGGCTGGAACTGCATCAGTGCG 

CACAAGC^ 
ATTCTGT^ 
AAGAACAI 
ATCGTCC1 
'GTGGGCTG 
^GCTGTGCI 

GCGTCGGGCCTTCATCCGGATCATGTCCTGCTGCAAGT 



CTACCACAAGCACTATATCCTCTTCTGCACCACGGTCTTCACTCTGCTTCTGCTCTCCAT 

CGTCATTCTGTACTGCAGAATCTACTC 
CCGCAAGAACATTTCCAAGGCCAGCCC 
AATTATCGTCCTGAGCGTCTTCATCGC 
GGATGTGGGCTGCAAGGTGAAGACCTt 
GTTAGCTGTGCTCAACT^^ 



CT 



./CCCACCCCCAGAAAGACGAAGGGGACAACCCAGAGACCATTAT^ 

CAACTCTTCTTCCTAGAACTGGAAGCTGTCCACCCACCGGAAGCGCTCTTTACTTGGlCla 

rTGGCCACCCCAGTGTTTGGAAAAAAATCTCTGGGCTTCGACTGCTGCCAGGGAGGAGCT 
GCTGCAAGCCAGAGGGAGGAAGGGGGAGAATACGAACAGCCTGGTGGTGTCGGGTGTTGG 

5ggg^agSa5ttcctgtgaacaatgcactgggaagggtggagatcaggtcccggcc^ 

ggStatatattctacccccctggagctttgattttgcactgagccaaaggtctagcatt 

gtc^agctcctaaagggttcatttggcccctcctcaaagactaatgtccccatgtgaaag 

cg5ScS5Sctcgagctttgaggagatgttttccttcactttagtttcaaacccaagt 

gagtgtgtgcacttctgcttctttagggatgccctgtacatcccacaccccaccctccct 

?Jcc^cItacccctcctcaacgttcttttactttatactttaactacctgagagttatc 

Igagctggggttgtggaatgatcgatcatctatagcaaataggctatgttgagtacgtag 

SSgtgggaagatgaagatggtttggaggtgtaaaacaatgtccttcgctgaggccaaag 

?Scca?gScgggatccgttttttggaatttggttgaagtcactttgatttctttaa 

aaaacatcttttcaatgaaatgtgttaccatttcatatccattgaagccgaaatctgcat 

a^g^aagcccactttatctaaatgatattagccaggatccttggtgtcctaggagaaaca 

^caagcaaaacaaagtgaaaaccgaatggattaacttttgcaaaccaagggagatttct 

Sgc^^tctaacaaatatgacatccgtctttcccacttttgttgatgtttatttc 

agaatcttgtgtgattcatttcaagcaacaacatgttgtattttgttgtgttaaaagtac 

ttttcttgatttttgaatgtatttgtttcaggaagaagtcattttatggatttttctaac 

ccgtgttaacttttctagaatccaccctcttgtgcccttaagcattactttaactggtag 

ggaacgccagaacttttaagtccagctattcattagatagtaattgaagatatgtataaa 

tattacaaagaataaaaatatattactgtctctttagtatggttttcagtgcaattaaac 

cgagagatgtcttgtttttttaaaaagaatagtatttaataggtttctgacttttgtgga 

tcattttgcacatagctttatcaacttttaaacattaataaactgatttttttaaag 
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FIGURE 12 



ATGGGGCCCACCAGCGTCCCGCTGGTCAAGGCCCACCGCAGCTCGGTCTCTGACTACGTCAACTATGATATCATCGTCCG 

gSttacSctacacgggaaagctgaatatc^^ 

TCATCTGCTGCTTTATCATCCTGGAGAACATCTTTGTCTTGCTGACCATTTGGAAAACCAAGAAATTCCACCGACCCATG 
TACTATTTTATTGGCAATCTGGCCCTCTCAGACCTGTTGGCAGGAGTAGCCTACACAGCTAACCTGCTCTTGTCTGGGGC 
CACCACCTACAAGCTCACTCCCGCCCAGTGGTTTCTGCGGGAAGGGAGTATGTTTGTGGCCCTGTCAGCCTCCGTGTTCA 
GTCTCCTCGCCATCGCCATTGAGCGCTATATCACAATGCTGAAAATGAAACTCCACAACGGGAGCAATAACTTCCGCCTC 
TTCCTGCTAATCAGCGCCTGCTGGGTCATCTCCCTCATCCTGGGTGGCCTGCCTATCATGGGCTGGAACTGCATCAGTGC 
GCTGTCCAGCTGCTCCACCGTGCTGCCGCTCTACCACAAGCACTATATCCTCTTCTGCACCACGGTCTTCACTCTGCTTC 
TGCTCTCCATCGTCATTCTGTACTGCAGAATCTACTCCTTGGTCAGGACTCGGAGCCGCCGCCTGACGTTCCGCAAGAAC 
ATTTCCAAGGCCAGCCGCAGCTCTGAGAATGTGGCGCTGCTCAAGACCGTAATTATCGTCCTGAGCGTCTTCATCGCCTG 
CTGGGCACCGCTCTTCATCCTGCTCCTGCTGGATGTGGGCTGCAAGGTGAAGACCTGTGACATCCTCTTCAGAGCGGAox 
ACTTCCTGGTGTTAGCTGTGCTCAACTCCGGCACCAACCCCATCATTTACACTCTGACCAACAAGGAGATGCGTCGGGCC 
TTCATCCGGATCATGTCCTGCTGCAAGTGCCCGAGCGGAGACTCTGCTGGCAAATTCAAGCGACCCATCATCGCCGGCAT 
GGAATTCAGCCGCAGCAAATCGGACAATTCCTCCCACCCCCAGAAAGACGAAGGGGACAACCCAGAGACCATTATGTCTT 

CTGGAAACGTCAACTCTTCTTCCTAG 



FIGURE 13 



MGPTSVPLVKAHRSSVSDYVNYDI I VRHYNYTGKLNISADKENS I KLTS WFILICCFIILENIFVLLTIW KTKKFHRPM 
YYFIGNLALS DLLAGVAYTANLLLSGATTY KLTPAQWFLRE GSMFVALSASVFSLLAIAI ERYITMLKMKLHNGSNNFRi; 
FLLTSACWVrSLILGG LPIMGWNCI SALSSCSTVLPLYHKH YILFCTTVFTLLLLSIVILYC RI YSLVRTRSRRLT FRKN 
I SKASRSSEN VAX.LKTVII VLSVFIACWA PLFI LLLLDVGCK VKTCDILFRAEYFLVLAVL NSGTN P I I YT LTNKEMRRA 
FIRIMSCCKCPSGDSAGKFKRPI I AGMEFSRSKSDNSSH PQKDEGDNPETIMSSGNVNSSS . 



FIGURE 14 





Peptide names | 


amino acid sequence | 






Solubility | 
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| AAA7p1 | 


AC-KLNISADKENSIKLC-NH2 






1mg/1ml H20 




. | AAA7p2 | 


H-CTTYKLTPAQWFLRE-NH2 




[nin.amt.DMSO/H2C 




. | AAA7p3 | 


H-CNPI I YTLTNKEMRR-NH2 
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1mg/1ml H20 




! AAA7p1m | 


AC-KLNIGAEKDHGIKLC-NH2 






1mg/1ml H20 
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FIGURE 17 



CTGGGGCCCCCGGCGCCGACCC^^ - 

GGGGGCTTCAACTTAGACGCGGAGC^CAG^fai^ 

CAGTGGAGTTTTACCGGCCGGGAACAGACGGGGTCAG^ 

CCAGCCAGGAGTGCTGCAGGGTGGTGCTGTCTACCrCTUi CAGCTCAGAGGGAGAGGAGC 
CCCATTGAATTTGACAGCAAAGGCTCTCGGCTCC^GAGTC 

CTGTGGAGTACAAGTCCTTGCAGTGG^ 
CGCTCCACTGTACAGCTGGCGCACAGAGAAGGAGCCACT 

ACAGATAACTTCACCCGAATTCTGGAGTATG^ 

CTTCGAGGAGGCCGAGACCTGGATGGCAAI^AJ.Ai^i 
AGGCTGTGGTATACAGGGGCCGCCCCATCGTGTCCGCTAGTGCCT 

CCTCGGGACCTCAGATCCTGAAATGCCCGGAGGCTGAGTGTTTCAGGCTGCGCTGTGAGCTCGGGCCCCT 

gcaccaacaagagagccaaagtctgcagttgcatttccgagtctgggccaagactttcttgcagcgggag 

caccagccatttagcctgcagtgtgaggctgtgtacaaagccctgaagatgccctaccgaatcctgcctc 

ggcagctgccccaaaaagagcgtcaggtggccacagctgtgcaatggaccaaggcagaaggcagctatgg 

cgtcccactgtggatcatcatcctagccatcctgtttggcctcctgctcctaggtctactcatctacatc 

ctctacaagcttggattcttcaaacgctccctcccatatggcaccgccatggaaaaagctcagctcaagc 

ctccagccacctctgatgcc tga gtcctcccaatttcagactcccattcctgaagaaccagtccccccac 

cctcattctactgaaaaggaggggtctgggtacttcttgaaggtgctgacggccagggagaagctcctct 

ccccagcccagagacatacttgaagggccagagccaggggggtgaggagctggggatccctcccccccat 

gcactgtgaaggacccttgtttacacataccctcttcatggatgggggaactcagatccagggacagagg 

cccagcctccctgaagcctttgcattttggagagtttcctgaaacaactggaaagataactaggaaatcc 

attcacagttctttgggccagacatgccacaaggacttcctgtccagctcc/uvcctgcaaagatctgtcc 

tcagccttgccagagatccaaaagaagcccccagtaagaacctggaacttggggagttaagacctggcag 

ctctggacagccccaccctggtgggccaacaaagaacactaactatgcatggtgccccaggaccagctca 

ggacagatgccacaaggatagatgctggcccagggccagagcccagctccaaggggaatcagaactcaaa 

tcgggccagatccagcctggggtctggagttgatctggaacccagactcagacattggcacc/u\tccagg 

cagatccaggactatatttgggcctgctccagacctgatcctggaggcccagttcaccctgatttaggag 

aagccaggaatttcccaggacctg/vaggggccatgatggcaacagatctggaacctcagcctggccagac 

acaggccctccctgttccccagagaaaggggagcccactgtcctgggcctgcagaatttgggttctgcct 

gccagctgcactgatgctgcccctcatctctctgcccaacccttccctcaccttggcaccagacacccag 

gacttatttaaactctgttgcaagtgcaataaatctgacccagtgcccccactgaccagaactagaaaaa 

AAAA 
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MGS 
F 



jgsrt^ESPLHAVOLRWGPRRRPPLVPLLLLLVPPFPRVGGFNLDAEAPAVLSGPPGSFFGFSVEFYRPGTDGVSVLVGA 

t'KANTSOPGVLQGGAVYIiCPWGAS ptQCTPIEFDSKGSRLLESSLSSSEGEEPVEYKSLQWFGATVRAHGSSILACAPLY 
SWRTEKL'PLSDPVGTCYIiSTDNFTRILEYAPCRSDFSWAAGQGYCQGGFSAEF'f KTGRVVLGGPGSYFWQGQILSATQEQ 
IAFS YYPEYLINLVQGQLQTRQASSI YDDSYLGYSVAVGEFSGDDTEDFVAGVPKGNLTYGYVTILNGSDIRSIjYNFSGE 
OMASYFGYAVAATDVNGDGLDDLLVGAPLX.MDRTPDGRPQEVGRVYVYLQHPAGIEPTPTLT1.TGHDEFGRFGSSLTPLG 

dlooogyndvaigapfggetqqgvve-vfpggpggt.gskpsqvi.qplwaashtpdffgsat.rggrdldgngypdlivgsfg 

VDKAVVYRGRPIVSASASLTIFPAMFNPEERSCSLEGNPVACINLSFCLMASGKHVADSIGFTVF.LQIjDWQKQKGGVRR?\ 
I FI ASRQATLTQTLLIONGAREDCRF.MKIYLRNESEFRDKLSPIHIALNFSLDPQAPVDSHGLRPALHYQSKSRIEDKAQ 
I T I.DCGEDNICVPDl.QLEVFGEQNHVYLGDKNALNLTFHAQNVGEGGAYEAELRVTAPPEAEYSGLVRHPGNFSSLSCDY 
FAVNO'jRTiTjVCDIjGNPMKAGASLWGGLRFTVPHLRDTKKTIQFDFQILSKNLNNSQSDVVSFRLSVEAQAQVTLNGVSKP 

cavlfpvsdwhprdqpqkeedlgpavhhvyelinqgpssisqgvlelscpqalegqqllyvtrvtglncttnhpi^kgx 
eldl j egslhhqqkrf.apsrssassgpqilkcpeaecfrlrcelgplhqqesqslq.lhfrvwakt FLQREHQPFS LQCEAV 

YKAT.KMPYRILPRQLPQKERQVATAVQWTKAEGSYGVPLW.TT TlrATT.FGLLLLGLLIY^LYKLGFt'KRSLPYGTAMEKAQ 



LKPL-ATSDA 



AAA 9 cDNA Sequence 



AAGGCCCTGCCAGCTTGGGAGGGAATTGTCCCTGCCTGCTTCTGGAGAAAGAAGATATTGACACCATCTAC 



GGGCACCg^GAACTGCTTCAAGTGACCATTCTTTTTCTTCTGCCCAGTATTTGCAGCAGTAACAGCACAG 
GTGTTTTAGAGGCAGCTAATAATTCACTTGTTGTTACTACAACAAAACCATCTATAACAACACCAAACACA 
GAATCATTACAGAAAAATGTTGTCACACCAACAACTGGAACAACTCCTAAAGGAACAATCACCAATGAATT 
ACTTAAAATGTCTCTGATGTCAACAGCTACTTTTTTAACAAGTAAAGATGAAGGATTGAAAGCCACAACCA 
CTGATGTCAGGAAGAATGACTCCATCATTTCAAACGTAACAGTAACAAGTGTTACACTTCCCAATGCTGTT 
TCAACATTACAAAGTTCCAAACCCAAGACTGAAACTCAGAGTTCAATTAAAACAACAGAAATACCAGGTAG 
TGTTCTACAACCAGATGCATCACCTTCTAAAACTGGTACATTAACCTCAATACCAGTTACAATTCCAGAAA 
ACACCTCACAGTCTCAAGTAATAGRCACTGAGGGTGGAAAAAATGCAAGCACTTCAGCAACCAGCCGGTCT 
TATTCCAGTATTATTTTGCCGGTGGTTATTGCTTTGATTGTAATAACACTTTCAGTATTTGTTCTGGTGGG 
TTTGTACCGAATGTGCTGGAAGGCAGATCCGGGCACACCAGAAAATGGAAATGATCAACCTCAGTCTGATA 
AAGAGAGCGTGAAGCTTCTTACCGTTAAGACAATTTCTCATGAGTCTGGTGAGCACTCTGCACAAGGAAAA 



ACCAAGAACtS^SlCAGCTTGAGGAATTCTCTCCACACCTAGGCAATAATTACGCTTAATCTTCAGCTTCTAT 



GCACCAAGCGTGGAAAAGGAGAAAGTCCTGCAGAATCAATCCCGACTTCCATACCTGCTGCTGGACTGTAC 
CAGACGTCTGTCCCAGTAAAGTGATGTCCAGCTGACATGCAATAATTTGATGGAATCAAAAAGAACCCCGG 
GGCTCTCCTGT TCTCTCACAT T TAAAAAT T CCATT ACTCCAT T TACAGGAGCGT TCC T AGGAAAAGGAAT T 
TTAGGAGGAGAATTTGTGAGCAGTGAATCTGACAGCCCAGGAGGTGGGCTCGCTGATAGGCATGACTTTCC 
TTAATGTTTAAAGTTTTCCGGGCCAAGAATTTTTATCCATGAAGACTTTCCTACTTTTCTCGGTGTTCTTA 
TAT T ACC TACTGT T AGTAT T TAT TGTT TACCACT ATGTTAATGGAGGGAAAAGT TGCACGTGT ATTAT TAA 
AT AT TAGGTAGAAATCATACCATGCT ACTT TGTACATATAAGTATT T TAT TCCTGC T T TCGTGT TAC T T T T 
AATAAATAACTACTGTACTC^ATACTCTAAAAATACTATAACATGACTGTGAAAATGGCAATGTTATTGTC 
TTCCTATAATTATGAATATTTTTGGATGGATTATTAGAATACATGAACTCACTAATGAAAGGCATTTGTAA 
TAAGTCAGAAAGGGACATAGGATTCACATATCAGACTGTTAGGGGGAGAGNTAATTATCAGTTCTTTGGTC 
TTTCTATTTGTCATTCATACTATGTGATGAAGATGTAAGTGCAAGGGCATTTATAACACTATACTGCATTC 
ATTAGATAT 



FIGURE 21 



AAA9 Protein 



MSLMSTATFLTSKDEGLKATTTDVRKNDSIISNVTVTSVTLPNAVSTLQSSK P 

QPDASPSKTGTLTSIPVTIPENTSQSQVIXTEGGKNASTSATSRSYSSIILP g[^ 

RMCWKADPGTPENGNDQPQSDKESVKLLTVKTISHESGEHSAQGKTKN 
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AAB4 (MMP10) 



^E CATCTTGCATTCCTTGTGCTGTTGTGTCTGCCAGTCTGCTCTGCCTATCCTCTGAGTGGGG 

CAGCAAAAGAGGAGGACTCCAACAAGGATCITGCCCAGCAATACCTAGAAAAGTACTACAAC 

CTCGAAAAGGATGTGAAACAGTTTAGAAGAAAGGACAGTAATCTCATTGTTAAAAAAATCCA 

AGGAATGCAGAAGTTCCTTGGGTTGGAGGTGACAGGGAAGCTAGACACTGACACTCTGGAGG 

TGATGCGCAAGCCCAGGTGTGGAGTTCCTGACGTTGGTCACTTCAGCTCCTTTCCTGGCATGCC 

GAAGTGGAGGAAAACCCACCTTACATACAGGATTGTGAATTATACACCAGATTTGCCAAGAG 

ATGCTGTTGATTCTGCCATTGAGAAAGCTCTGAAAGTCTGGGAAGAGGTGACTCCACTCACAT 

TCTCCAGGCTGTATGAAGGAGAGGCTGATATAATGATCTCTTTCGCAGTTAAAGAACATGGAG 

ACTTTTACTCTTTTGATGGCCCAGGACACAGTTTGGCTCATGCCTACCCACCTGGACCTGGGCT 

TTATGGAGATATTCACTTTGATGATGATGAAAAATGGACAGAAGATGCATCAGGCACCAATTT 

ATTCCTCGTTGCTGCTCATGAACTTGGCCACTCCCTGGGGCTCTTTCACTCAGCCAACACTGAA 

GCTTTGATGTACCCACTCTACAACTCATTCACAGAGCTCGCCCAGTTCCGCCTTTCGCAAGATG 

ATGTGAATGGCATTCAGTCTCTCTACGGACCTCCCCCTGCCTCTACTGAGGAACCCCTGGTGCC 

CACAAAATCTGTTCCTTCGGGATCTGAGATGCCAGCCAAGTGTGATCCTGCTTTGTCCTTCGAT 

GCCATCAGCACTCTGAGGGGAGAATATCTGTTCnTTAAAGACAGATATTTTTGGCGAAGATCC 

CACTGGAACCCTGAACCTGAATTTCATTTGATTTCTGCATTTTGGCCCT 

GGATGCTGCATATGAAGTTAACAGCAGGGACACCGTTTTTATTTTTAAAGG 

GGCCATCAGAGGAAATGAGGTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTC 

CTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACTTC 

TTTGCAGCGGACAAATACTGGAGATTTGATGAAAATAGCCAGTCCATGGAGCAAGGCTTCCCT 

AGACTAATAGCTGATGACTTTCCAGGAGTTGAGCCTAAGGTTGATGCTGTATTACAGGCATTT 

GGATTTTTCTACITCTTCAGTGGATCATCACAGTTTGAGTTTGA 

CACACATATTAAAGAGTAACAGCTGGTTACATTGCTCTAGA l^^ 
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